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Construction and identification of yeast two-hybrid bait vectors
of TcLr19PRI1 ,TcLr19PR2 and TaLrl9TLPI
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(College of Plant Protection, Agricultural University of Hebei/Biological Control Center of Plant Diseases and
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Abstract: Based on the previous studies,three pathogenesis-related proteins of PRI , PR2 ,and
PR5 named TcLrl9PRI1 ,TcLrl9PR2 and TaL719TLP1 have been successfully cloned In this
study,three target genes were attached to yeast two-hybrid bait vector PGBKT-7, and then
they were transformed into yeast Y2HGold competent cells to test its self-activated activity
and toxicity. The results showed that these recombinant bait vectors grew well on SD/-Trp/X
agar medium In SD/-Trp culture, bait vectors grew faster than pGBKT-7, which indicated that

three bait plasmids were not toxic to yeast cells In the self-activated activity experiments, the
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yeast strains containing bait plasmids could not grow on SD/-Trp/-leu DO supplement, SD/-
His/~leu/-Trp DO supplement, and SD/-Ade/-His/~leu/-Trp DO supplement, which proved

that they didn’ t have self-activated activity. Three baits were successfully constructed and

could be used to screen targeted protein interacting with 3 PR proteins. The experiment lay the

foundation for understanding the molecular mechanism of the interaction between wheat and

leaf rust pathogen in the future
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1 PCR

Table 1 Sequences of primers for PCR

(5'-3")

Primer Sequences(5'-3")

CATGGAGGCC GAATTC CAGAACTCGC-
CTCAGGACTACCTCTCAC

TcLr19PRI(F)

GCAGGTCGAC GGATCC GTATGGTTTC-
TGTCCAATGATATTCCCG

TcLrl9PRI(R)

CATGGAGGCC GAATTC ATCGGGGTGT-

GCTACGGCATGAGCGC

CAGGTCGAC GGATCC GAAGCTGAT-
TcLr19PR2(R) GGG-

GTAGACGTGCTG

CATGGAGGCC GAATTC GCCACCTTC-
TaLrl9TLPI(F) TAC-

ATCAAGAACAACTGC

GCAGGTCGAC GGATCC TCATGGACAG-

AAGGTGATCTGGTAG

TcLrl9PR2(F)

TalLrl9TLPI1(R)

13 3 Y2HGold Clontech
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1 3
Fig 1 Electrophoresis of three genes
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M.DL2000; 1:TaLrl19TLP1-pGBKT-7;
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Fig 2 Recombinant vector digested by restriction

enzymes BamHI and EcoRI
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5
Fig 5 Self-activation detection of the three bait vectors
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