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Cloning and expression analysis of JrGAI gene in
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Abstract: The leaves of the dwarf walnut cultivar ‘Liaoning 2’ were used for cloning the gene
encoding DELLA protein by in this research homologous cloning and RACE techniques. Ho-
mology analysis and multiple sequences alignment analysis of the amino acid sequences were
carried out with bioinformatics technology. The expression pattern of JrGAI gene in different
tissues of dwarf walnuts was analyzed with real-time quantitative PCR detection. The main re-
sults are as follows: The fullFlength cDNA was isolated from the ‘Liaoning 2’ cultivar and was
named as JrGAI (Genebank:JF766606). It was 2 361 bp long including 1 842 bp of ORF. The
protein it encoded is deduced as 66. 78 kDa and contains 613 amino acid residues. Accoriding to
the results of homology analysis and multiple alignment analysis of the amino acid sequences,
the protein that the gene encoded is highly similar to the DELLA protein in other species, hav-
ing complete domains like DELLA, TVHYN, VHIID, RVER and SAW. The real-time quanti-
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tative PCR analysis showed the J»GAI gene was always expressed in leaves,leaf buds, shoot
tips,internodes, mixed floral buds, male flowers and fruits of  Liaoning 2’ cultivars. Mean-
while, J*rGAI gene was highly expressed in tissues of dormacy period,and it had the highest
expression in mixed floral buds in dormancy.

Keywords: walnut;dwarf; DELLA protein; JrGAI;expression analysis
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